Submissions are not automatically deposited into GenBank after being accessioned. Each sequence record is individually examined and processed by the GenBank annotation staff to ensure that it is free of errors or problems.
You have not requested a specific release date for your sequence data. Therefore, your record(s) will be released to the public database once they are processed. If this is not what you intended, please contact us as soon as possible with the correct release date.
Since the flatfile record is a display format only and is not an editable format of the data, do not make changes directly to a flatfile. For complete information about different methods to update a sequence record, see: https://www.ncbi.nlm.nih.gov/Genbank/update.html Any inquiries about your submission should be sent to gb-admin@ncbi.nlm.nih.gov
For more information about the submission process or the available submission tools, please contact GenBank User Support at info@ncbi.nlm.nih.gov.
Please reply using the original subject line. This will allow for faster processing of your correspondence.
Sincerely,
Rich McVeigh Ph.D. Contractor
The GenBank Direct Submission Staff Bethesda, Maryland USA ******************************************************************* gb-admin@ncbi.nlm.nih.gov (for updates/replies to GenBank entries) info@ncbi.nlm.nih.gov (for general questions regarding GenBank) www.ncbi.nlm.nih.gov/books/NBK51157/ GenBank Submissions Handbook ****************************************************************** 
